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^Nucleotide 



Search Nucleotide - for Go ~ CM c)r 

Limns Preview/index History Clipboard Oeiaiis 

Display GenBank(Fun) show 5 -/ Send to -> 



Projection on the feature (#6841 > ( Show whole Sequence ] Features: H ("Refresh [ 

1: B.\i)0!H)45. Reports Geobacillus kaust...[gi:563 78377] 
Features Sequence 



KEYWORDS- 
SOURCE 

ORGANISM 



TITLE Thermoadaptation trait revealed by th. 

thermophilic >.obacill«s kaustophiXus 
RE ' f ic Acids Res. 32 (21), 6292-6303 (2004 

PUEMED i C3ii 
REFERENCE 2 (bases 1 to 1137) 

AUTHORS ?akami,K., Takaki,y'. and Chee,G. 
TITLE Direct Submission 

JOURNAL Submitted (25-JUN-2003) Hideto Takami, Japan Mar- 
Technology Center, Microbial Genome Analysis Res< 
Natsushima-cho, Yokosuka, Kanagawa 237-0061, Jap; 
(E-mail:taka«ih@1amstec.qo.iP, 
URL:http: 
Tel: 8 1-4 6' 

FEATURES Location/Qualifiers 
source 1..1137 

/organism- "GeobaciX i us ! 
/nsol_type="genomic DNA" 
/strain- M HTA426" 
/isolation_source«"isol« 
/db_xref- " 



exbase.html, 




. . - - - 
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" : ' " - > — — - -,gaaagc 

781 aaaacaa i c • t « ?aaaagag tttctgcagg caatcgaccg agcgtcottg 

% \\ ' 1 3-" ^g aaactaacga cgcttcctgg aggaatgctc 

901 gaaatttctt: cgatttctcc ggagatcggg aaagtgacgg agcagctgca aacggagtct 
961 " 4 " 1 1 3 ' " i i jcgaaat atatgatgga cgegt i - j-j 

1 i-.j <•--.'! jaai gacat tcaaatcagc tteactgggg ccatgcggcc gttcctgttg 
1031 cgcccgettc ataccgattc gatgcttcag ctcattttgc cggtgagaac acattga 
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Search Nucleotide 

Limits 

Display GenBank(Full) 



"S 
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My NCBI 
n inj {Register] 



"eview/lndex 
Send to 



n the fi 



(# 504 3) ( Show whole Sequence ] Feaftires; j+j ^Refresh J 



I: \c (K)h274. ? r-r-. Bacillus cereus E...[gi:52 140 164] 
Comment Features Sequence 

L0CUS NC 006274 1140 bp DMA 

- — *" - ."-"-( c- genome. 

ACCESSION NC_0Ob? 4 PEG ft : 19 3^66 
VERSION BC_006274.1 -31:52140164 

PROJECT Genome Pro j ect : 124 68 



TITLE 
JOURNAL 
REFERENCE 
CONSRTM 
TITLE 
JOURNAL 



oup. 



utes; Bacillales; Baciliace; 



Bacillus; Bacillui 



1140) 

Brettin,T.S., Bruce, D. , Challacombe, J. F. , Gilna, P., Han,C, 
Hi.ll,K., Hitchcock, P., Jackson,?., Keim, P., Longmire, J. ', Lucas 8 
Okmaka,R., Richardson,?., Rubin, E. and ?ice,H. 

Complete genome sequence of Bacillus cereus E33L 
Unpublished 

2 (bases 1 to 1140} 
NCBI Genome Project 
Direct Submission 

Submitted U6-SEP-2004) National Center for Biotechnoloav 
Information, NIH, Bethesda, MD 20894, USA 

3 (bases 1 to 1140} 

Brettin,T.S. , Bruce, D. , Challacombe, J. F. , Gilna, P., Han,C 
Hill, K Hitchcock, P., Jackson, P., Keim, P., Longmire, J. , Lucas, S., 
OJcxnaka,R., Richardson,?., Rubin, E. and Tice,H. 
Direct Submission 
Submitted (1 4-JUL-2004 ) Joint Gs 
Energy, 2800 Mitchell Drive, Wa" 
PROVISIONAL rh . • -> r • , 

rri: r-v. ,,. -v,_ . r^ence seque 
COMPLETENESS: full length. 



Depart 



irgani sm= " Bacil 1 u; 
:ol_type~-- "genomic 



CC:.-' 



/gene="dnaN" 

http://ww.ncbi.nlm.nih.gov/entrez,.Viewer.fcgi?va]=52140164&i 7/31/2006 
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v-:::^;Ar:i3:E^-:r-/Eir:GKEi7^7^:;\i;.:-;; ■. . ;•■ , > - _ . • 
MTKiT^-^KL'Err.:;.?:. -.-.-a , 7. . r --.- avstsstrp 
: ^T-'-'-wi-"' : v.- ■■■.:■,-:?■;■•-::, eg^acf.p;^--.^ 7:t7777El,skilde 

seemv:: r.v v vL:--? : ; :.,: n ;; :f.li. i777r;T77A7iE77.A7777;7KF77777: 

7RAS77;-7777.7777/KT_3 r :7 E-TAMLE I 7377 T :-K77 !■". E377~EK7333t:LK T 7 f 7 AK 
- -- ~ 



atgcgtttta caattcaaaa agactatctt gtaagaagtg 



61 gtl 

121 ggagttacat taacaggaag cgatgctgat , 



: - J ='-T-.v: .;.r-i ^ .■^u^gai qtd:tg:tf 7--!.]v.;^j 

f J - " ri '- f l "-t aaagaaactg tagaaatttc tgtggaaaat 

5 caaaaataac ttctggaaaa tcagagttta atttaaatgg trtagattct 
: cgttgttacc acaaattgaa gaacatcatg tttttaaaat cccaacggat 
- 1 ' ' ' - --i"?*''" tttgcagttt ccacttctga aacaagaccg 
: gtgtaaactg gaaggtatafc aacagcgaac taacttgcat tgctacagat 
: tagctcttcg aaaagcaaaa atcgaaggca ttgcagatga attccaagca 
i tcccagggaa aagcttaaat gaattaagca aaattttaga tgagtctgaa 
I atatcgttat tacggagtat caagtattat tccgtacaaa acatttatta 
. gattgttaga aggaaattat cctgatacaa ctcgcttaat tccagcggag 
! atatttttgt aaatacaaaa gaatttttac aagcaattga tcgtgcatcc 
gagatggtcg taataatgtt gtaaaattat caactttaga geaggcaatg 
cttcaaattc accagaaatc gggaaagtag tagaagaagt tcaatgtgaa 
gagaagagtt aaaaatatct tttagtgcaa aatatatgat ggatgcaeta 
atagtactga gattaagatt agctttactg gagcaatgag accattctta 
taaatgatga atccattatt caattaattt taccggttcg tacttactaa 
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/. y NC 81 
li ] --y t i J 



Search Nucleotide - for 

Display GenBank(Fuil) - , : show 5 • Send to 

Projs 



the feature (tfj)l Show whole Sequence ~~] Feafures: fTj j Refresh j 



1: NC 01)5057. ^p.;-^ Bacillus thuringi...[gi:49476684] 
Comment Features Sequence 



linear BCT 03-APR-2006 
tr. 97-27, complete 



PROJECT 
KEYWORDS 
SOURCE 



NC_0G5S5 7 
NC~0 05957.: 
GenomeProli 



cillus thuringiensis serovar konkukian str 
ORGANISM Bacillus . thuringiensis serovar konkukian str 
Bacteria; Firmicutes ; Bacillales; Baci.llacea< 



, P., Keim,P., Longm.ire,J. 

».in,E. and Tice,H. 

cillus thuringiensis 97-2' 



:ilna,P., Han,C, 



0) 

AUTHORS Brettin, T.S. , Bruce, D. , 
Hill,K., Hitchcock,?., 
Okinaka,R., Richardson, 
TITLE Complete genome sequent 

JOURNAL Unpublished 
REFERENCE 2 (bases 1 to 1140) 
COMSRTM NCBI Genome Project 
TITLE Direct Submission 

JOURNAL Submitted Ql-SEP-2004 ) 
Information, MIH, Bethe 
EFERE1SICE 3 {bases 1 to 1140) 
AUTHORS Brettin, T.S. , Bruce, D. , Cha 1 1 a combe , J . F . , ( 
Hill,K. , Hitchcock,?., Jackson,?., Keim, P., 
Okinaka,R,, Richardson, p. , Rubin, E. and Tice,H ' ' ' 
TITLE Direct Submission 

JOURNAL Submitted ( 07- JUN-2004 } Joint Genome Institute, Department of 
Energy, -» I r ■ v. , W,-.ln j V, V Vjca 

DMMENT FRO*. ISl A "i _.: This record has not yet been subject to final 

NcBI n. > i trence sequence was der.^i -i -~ _~ 1 . 

Bacillus thuringiensis 97-27 (subsp. konkukian > r .. , i 
";" Uglily isolated from a case of severe human tissue necrosis 

----- r — - ^ p. kcnkukian i-.ro'<'re H34) 

superinfection: Case report and experimental evidence of 
x s e i l e , 

36(7} 



N5 ' , , , an 

nv-iron Microbiol. 1991 57 ( 11) : 3057-61 ) . B 
i insect patncgen that is widely used as 
nroercial agriculture. Infection of humans 
rr . . - , - -, 

.uringiensis; unlike most~B. 
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is, KA, La 
AppI Env: 



1 _ 

T " * s , ;f the g. 

prediction er formed 1 paring , * 

PFam, BLOCKS and Prodom databases. Gene definitions and function. 

3 a i i t> 3 team o£ annotates at - -r ; , 

using BLAST results in addition to information from the basic 
analysis. A total of 5540 features have been annotated on the 
sequence record. 

;'F I r ' r -': fall length. 

Location/Qualifiers 
1..1140 

/organisms-Bacillus thuringiens 



/gene="dnaN" 

/locus_tag="BT9727_0002" 
/db xref =■ "Gene I C : 2 8 £7 3 ~ 8 " 
1. . 1140 
/gene=="dnaN" 

/locus_tag="BT9727_0002 n 

/inference-"non-experimental evidence, no additional 
details recorded" 

/note="binds the polymerase to DNA and acts as a sliding 
clamp" 

/codon_start=--l 

/product-"DNA polymerase III subunit beta" 



:. ; -SL:.Hr. ! L~.A": -V-L A-A..7A, • . ; -,■ ■ . - V^VLFK^rVHlSVF^Hr. 

M' Ki rSGKSEFNL S G L D £ A r. " ? : : D l 1 E£HH Vi/K. r PiTT-I-KfiKIPv I'/FA'/GTS'llS? 

iltgv;;?;?; v.;-' ^ -■ : -A: J ?K;.LKiEGTv:r-i^;v,r7/vir-GKSLKFT,sK-':.r-.p: 

S G SMV D I v r k v v L - t kh ] ; t - ;r 3 _ I; ;,; C"; v -A: '""All PI : SKT1 i r i~ KZF'.CA I 
• - - VKVVG c :VHCGKvGGEk> ifTcpqnj, 



61 gtttcttctc gtacaacaat tccgatc< 
121 ggagttacat taacaggaag cgatgct< 
181 : i i - , , , , 
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atcgttat tacggagtat « 
ttgttaga aggaaattaE ; 



1081 attcqtacqg taaatgatga atccattatt caattaattt taccggttct 
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My NCBt 



Display GenPept 
Range- from begin 



■ for 

Preview/fndex 
Show 20 ■% Send to 
to end 



Features: V CDD + ; ( Refresh j 



I: I \R~41^ *r DN'A polymerase H.„[gi:891S407I] 

Comment Features Sequence 

LOCUS EAR7411S 381 aa 

DEFINITION Dlih polymerase III, beta chain (Bacillus 

ACCESSION EAR/4115 

fi ^ t . ;i: 8 9154 07] 

DBSCURCE accession ,- 

KEYWORDS 

SOURCE Bacillus weihenstephanensis KBAB4 

;AN P.v.-l liu ; : w.-.i ru nrf^h i: „ r;sis KBAB4 



BLink, Conserved 
Domains, Links 



Bacillus; Bacillus 



Lapi das, A. , Golt 
Detter, J.C., Gls 
Tiee,H., Bruce, E 



>,an,E., Cope land, A. , Lucas, S., Barry, K. , 

.na del Rio, T. , Hammon,N., Israni,S., Dalin,E 

Pitluck,S., Richardson, P. , Auger, S., 
lis, V., Gohar,M., Broussoie, V. , Brillard, J., 
I., EhrIich,S.D., Lereclus, D. , Aymerich , S . , 



CONSRTM US DOE Joint Genome Institute (JG1-PGF) 

TITLE Sequencing of the draft genome and assembly of Bacillus 

weihenstephanensis KBAE4 
JOURNAL Unpublished 
REFERENCE 2 (residues 1 to 381) 
ir.d Land, M. 



AUTHORS 
CONSRTM US DOE , 
TITLE 



Annotation of the draft gen* 
weihenstephanensis KBAB4 
JOURNAL Unpublished 
lEFERENCE 3 (residues 1 to 381} 
AUTHORS Lapidus,A., Goltsman, E . , Cope 



Institute (JGI-ORNL) 



sembly of Bacillus 



, N. , 



>retiere,M.-H., Ehr J ich, S . D . , Ler Sl 
i-tbe,C. and Sorokin,A. 

: Joint Genome Institute (JGI-PGF) 

ted (02-MAR-2Q06J OS DOE Joint Ger 
•11 Drive B100, Walnut Creek, CA 94 



, ^Brillard, J. 
Aymerich, S . , 



:ipii ; for the 

:ing data adopted by the 
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c-r.r \ ; 



Since, by MLST, KBAB4 is 
very closely related to WSBC10204 and represents many other 

v ~ c t it - jn< peci me Bacillus 

weihenstephanensis and the strain KEAB4 should also be considered 
as a type representative of this species. 
Method: conceptual translation. 
FEATURES Location/Qualifiers 
source 1..381 

.^.--"r j ■ _ im- ■ 1. _:..;t> * nanensis KBAE4 " 

/db_xref-"taxon: 315730" 
Protein 1..381 

/product="DNA polymerase III, beta chain" 

/EC_number="2 . 7. 7.7" 
Region 1..379 

/ r egi ©rename = "bet a_c lamp" 

/note="Beta clamp domain; cd00140" 

/db_xr e f = " C DD : 2 9 05 3 " 
Region 1..379 

/region _name= "beta_cl amp " 

/note="Beta clamp domain; cd00140" 

/db xref°"CDD: 2 9053 " 
Reg-; en 17 . .37 6 

/note="DNA polymerase III beta subunit; smart00480" 
Region 17.7376 

/note»"DKA polymerase III beta subunit; smart00480" 
/db_xref-"CDD: 477S6" 
CDS 1..381 

/ 1 ocus _t ag= "Beer KBAB 4 DRAFT_2C 67 " 
/coded_by="AAOY01000054. 1:20757. .21902" 
/transl_table«U 
ti _ i "- 

ORIGIN 

1 rr.rftiqJcdyl vrsvqdvmka vssrttipil tgikvvatee gvtltgsdad isiesfipve 

121 aeyplipg.e ehhvfkipta i I ?. "r." i r t v -,v,:,;^— -p lit xvr.wk vv tr.. : ' 9 r;d 

; t!i 3nr;;lLrl3K ski 1 d? ioffldi^t <?yqv . : _ ■ ..: 

- --- ' " 1 - . - , 

- - - " . i , , ^ . . 

361 flirt vndd.- ~\, i -• . y 

Discfsirner j VVWe to the Help Desk 
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NCB1 Sequence Viewer v2.0 

SllMcl - W /Nucleotide 

Search Nucleotide - for c""<?ar 

L^ts Preview/index History Clipboard Details 

Display GenBankfFu!!) - show 5 -/ Send to -f 

Projection on the feature (#2) ( Show whole Sequence ) Features: 1*1 [Refresh"] 

I: NC_000964 Rep is Bacillus subtilis...[gi:50812173] 
Comment Features Sequence 

LOCUS NCJJ00964 1137 bp DNA linear BCT n2-DE<~-?005 

' . aenome. 

• ■ ' ■■: 1933.. 3075 



Page 1 of 3 



[Sign In] {Register] 



- subtilis subsp. subtilis str. 168 
l L f i~ *r.lo8 
Sacteria; Fx rn_Cu ; j. ... , .,, • ; ; : s , :eae; 

{bases 1 to 1137) 
'vnst, F. , Ogasawara, N. , Moszer,"., Albert ini, A. 
kzevedo,V., Bertero, M. G. , Bessieres , P . , Boiotii 
;orriss,R., Boursier, L. , Brans, A., 8raun,M., Bi 
Ton, S., 8rouillet,S. , Bruschi, C . V. , Caldwell, E 
arter.N.M., Chox,S.K., Codani, J. J. . Connerton 



Emtaersoi 



ingtoi 



Foulger,D., Fritz, C, Fujita,M., Fujita,Y., Fuma,S., Galizz.i,A 
Galleron,N., Ghim,S.Y., Glaser, P., Goffeau.A., Golightly, E . J. , 
Grandi.,G., Guiseppi,G., Guy,B.J., Haga,K., Kaiech,J., Harwood, ( 
Henaut,A., Hilbert,H., Holsappel, S . , Hosono.S., Hullo, M. F. , 
Itaya,M., Jones, L. , Joris,B., Karamata, D. , Kasahara.Y., 
Blanchard,M. , Klein, C., Kobayashi, Y . , Koetter,F., 



-• ' K aF°F«t,ij,, Key.M., Reynolds, S. , Rieger,M., 
., Rocha,E., Roche, B. , Rose,M,, Sadaie,Y., Sato,?., 
. , Schieich,S., Schroeter , R . , Scoff one, F. , Sekiguchi, 
i., Seror,S.J., Serror, P., Sh.in,B.S., Soldo, B., 
, Tacconi,E., Takagi,?., Takahashi, H. , Takemaru, K. , 
3., Tamakos: ,A., : zv<a,T., "\ if.-rj, : . , 
i bol,» , armor, 



Direct Submi! 
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a, REFSEQ : This 
w. The refers. 
2004 this se< 



gene 1..II37 

/locus_tag»"BSU00020" 
/note="synonyjs: cinaG; dnaK" 
/db xref«"GeneID: 939970" 
CDS 1..1137 

/gene="dnaN" 

/ iccus_tag="BSO00020 " 

/EC__numbr- " . \ . 

"FA A ■ • • -, 

/note-"binds the polymerase to DNA and acts as a sliding 

/codon^start^i 
/ 1 r ans l_t ab I e= 1 1 

/product="DNA polymerase III subunit beta" 
/protein_id=="KP_387S8 3 . 1" 
/db_xref="GI: 16077070" 
/db_xref="GOA:P0564 9" 

/db_xref="Onit>rotKB/Swiss-Prot : P05649" 

/dbjtre f = " Gene I D : .939970 '• , 
/translation-'MKFTIQKDRLVESVQDVLKAVSSRTTIPILTGIKIVASDDGVSF 
TGSDSDISIESFIPKEEGDKEIVTIEQPGSIVLQARFFSEIVKKLPMATVEIEVQNQY 
T_ 7 i 1 R A G K7A F FN A N G 1 , 7 /•. 7. F Y A K * AAAFFiiHA ; ,; ; A7AALKM. j HATVFAVSTAK J'HA 
: iA , GV\IKKVA'::;;A-AG,G7ArDrf:h: J A7-i--5K.,^ir;::: A AYNVV I AGKAIA: Fa..-K i I A!'-.; 

QELVDI* IT5 „ * LF < ' FSRLLDGNYPDT , _ j ' T i p j 

RASLJ>PL 1 i r r 

QR ,. MLDALKVLEGAEIRVSFTGAMRPFLIBTPNDETIVQLILPVRTY" 

i atgaaattca cgattcaaaa agatcgtctt gttgaaagtg tccaagatgt attaaaagca 

61 gtttcatcca gaaccacgat tcccattctg actggtatta aaattgttac atoarataat 

121 ggagtatcct ttacagggag tgactcagat atttctattg aatccttcat tccaaaa~aa 

l B1 aa i j . -j*- A"7 3i cagcccggaa gcatcgtttt „c-J j ) 

' i^atttga cgattatccg ttctggtaaa gctg^ , ~g act^alTct 

4: ' trgtt aaaaa aiciaareaa ioaaa ragr a c a at a t aaaaai oaaa aaaacgccct 

- " "* " ' 5 r i- * - - „_ggaf 

54i agccaccgtc ttgcattaag - . . . . - - •- 

1 • iaaag tttaactgaa ctcagcaaga r - ? • 

6b1 ctt at.aga~a A:jtc,A;a- a a a a a a:: - a a at A a t - : a a a.- ; a a a aa 2 c.'A 

721 ttctcacage tacAqqaaaa aaa t , :, " - ra a : a ,3,:. 1:1c a a ;c a r a a: r — a:---..-; •■ 

' i 1 nccfcsaa 1 1 

n . it .aaa^afag , 

'( _ 1 - j - . - 

http://www.ncbi.nlm.mh.gov/entrez/viewer.fcgj7vaH508 1 2 ] 73&itemID=2&view=gbwithparts 7/3 1 /2006 
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. . My NCBI 

protein po^>,- : \ 



Search Protein -i f or 

Limits Preview/Index 
Display GenPept | show 20 Send to 



Gc e-r 

. . - Detaiis 



K;sm.u,\ from begin 



. end 



Feature v C DO + Re ^!^J 



I: W OS^c^So. = DN'A polymerase IL..[gi:52783857] 

Comment Features Sequence 



B'um Conserved 
Domains, Links 



ACCESSION 
VERSION 
DBSCORCE 
KEYWORDS 
SOURCE 
ORGANISM 



JOURNAL 
REFERENCE 
COKSRTM 
TITLE 
io:;iiNA:. 



YP_0896S6 378 aa 

DNA polymerase 111 subunit beta 
14580] . 
YP 089686 

YP_089686.1 GI:52783857 
REFSEQ: accession NC_0Ct- 2 . ; 

Bacillus lichenifcrmis ATCC 14580 (DSM 13) 
s i - l u- i -i » -i • ] 

c .* — -r..; i-n, *•< - ; 3 -.1. -ltt; Baci ilaceae; Bacillus. 

1 (residues 1 to 378) 

Veith,B., Herzberg,C, Steckel,S., Feesche, J. , Maurer,K.H., 
Ehrenreich, P. , Baeumer, S . , Henne,A., Liesegang, H. , Merkl,R., 
Ehrenreich, A. and Gottschalk, G. 

The complete genome sequence of Bacillus lichenif ormis DSM13, 

organism with great industrial potential 

Unpublished 

2 (residues 1 to 378) 
NCBI Genome Project 
Direct Submission 

Submitted (2S-SEP-2004 ) National Center for Biotechnology 
Information, NIH, Bethesda, MD 20894, USA 

3 {residues 1 to 378) 

Veith,B., Herzberg,C, Steckel,S., Feesche, J . , Maurer,K.H., 
Ehrenreich,?., Baeumer, S., Henne,A., Liesegang, H . , Merkl,R., 
Ehrenreich, A. and Gottschalk, G. 



"ji.',-'.' 



»a (30-; 



In 



Of ! 



lies Laboratory, 



r« f> re-nce sequence was deriv. 
Method: conceptual r 

Location/Qualifiers 



1. .376 

/regicn_; 
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" > - > „ *^ 

•vipgksite Iskilddhqe Ivdivitetq vl f ktkr.vl t 

"^ke f.ai at^. Icrearnnvv ki. . > 
.egedlkisf spkymldalk vlegedihvs ftgamrpfli 
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